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*110 AMG^ATCTTCTCCTTIAGAMG^ACTGGSGCTCMjASCrOC/iGOSACGCT -61 

-6 0 GGCMMAGCTQSACCTCACCMAAACCrTTTGTCTCGAOCCACXAAGCTGGGOT -1 
1 ATCGAOTTCa3TGQGTCCX30GGCCACTQCTCTrGAQCAGC:Aa:TCCT 60 
M EF RG SG AT AV BQ HL L Q SE T 
61 CCAGGGAAGAATGOGCTQCASGCCACATCGAGrGACXMarQGGAASAACACTGC^ 120 
P GK NG LQ AT SS DQ VG RT L.R W 
121 TTCACCACrOTOGTrCrGAArGCTCCrTTOCTSGGAATGGGA3TCA3CX3CTOCTC 180 

PTTVVLNAAFLGMGVSAAVL 
18 1 GGACXrCACATTTCCAGACrTGGCCAGAAAaSTSAACrGGAACATCASaV 2 40 

GPT FP DL AR NV NR NI SS LS E 
241 ATCTra3TCGGCEGAGCa:TCGGCTACCrGGGCGGCTCTarGGTTGGTC 3 00 

IFVGRALGY LGGS VVGGVL F 
301 GACTCaVTCAATCATTTTCTACTrrTCGGGCTCTCCCACCrGCTrACTCCXS^ 3 60 

DCMNH FL LL GL SH LL TAAG L 
.361 TACCTCACrcr TTTCTOTAAAA::A3CTQCCrTACrGACrGCCATGArGrCTA^ 4 20 

YLTPFCKTAALLTAMMSITG 
421 GTCTCATTrQGTSTPCrQGArJV:A3OTaGG\ArOTCX:TCArcrTGGACX: W 480 

VSFGVLDTGGNVLILDLWGD 
48 1 A AA GG A3 CC OC AC AT AT TC A3 GC Cr TGCACTTC A3 rriCQCCTTGOGTG a: 5 40 

KGAPHIQALHFSFALGAFLA 
541 COCCTGCTCGCTAAATrGGCCIGGGOTACCAGAGCATCrGCTC A3AACEJ^ 600 

PLL AK LAWG TTAS AQNH TB P 
601 CAGlTAGACOGTrCAGCCTTCAACCGATCCTTrGAAjaZGCCrCAGACTCT 6 60 

QLD RS AL NR SF BA AS DS VL A 
661 GTA(XTGACGACATCAArciTCTGTaGGCOTA::GCTT(XATTGGAACC7^ 720 

VPDDMNLLWAYAS IGTYVLV 
72 1 CTTTCTGTCaTa:TCTrTCCPOCATTCTTTAAAAAGAGGTCAAA3CAGAAAAAArOCG^ 780 

L SV FX. FA PF FK KR SK QK KS A 
78 1 GCGTCTCCTCAGGGAGCTCGA^^GGCTAAATACCACAGGGCCXZTCCTATGCCT 8 40 

A SA Q G AR RA KY HR AL LC LL F 
84 1 CTClTCTTClTCTTCmGSTSQGASaaGAGSTGACCTACGGCrcrTAaSTAT^ 9 00 

L FF FF YV G,A EV TY GS YV FS F 
901 G a: AC CA a: CA CX5 TT GG CA TC GA A3 A3 A3 GG A3 QC A3 CTGCSCTTGAACrCC AT CT 9 60 

A TTHVGMEE SBAAGL NS IF W 
96 1 GGGACCTTCQCASOCTCCAQGQGOCTCGCCATCTrCT TCGCAAOaCTCT 1020 
GTFAACRGLAI FF AT LL QP G 
102 1 AOCATGATCGrQTTSTGTAACATTCQCASCCTCGCCTCATCTTTCTrTCTCOT 108 0 

TMM VL CN IG SL AS SF FL VL F 
1081 G AC AA GA QC OC TC TT TG OC TC TG GA TC GC GT CTTCTGTCIATCGAQC CP CA AT QGCT 1140 

DKS PL CLWI AS SVYGA SMAA 
1141 A OS TT TC (X A3 OG GC AT CT CC TG GA TT GAGC A3 TACAOC a:: CTIA AC TO QGAAA^ 120 0 

TFP SG IS WI EQ YT TL TG KS A 
1201 GOGTTCAlTCTGGTPGGTGCrGCOCTGGGACTAATQGOGA^TCCrGCATlATCTC 126 0 

AFI LVGAAL GLMA TP AL SG I 
1261 CTrCAGGGAGACTATOCaGArCTGCCAOrAATrCTOTACATGrGrCTQGGCTCAGCA 132 0 

LQG HY PD LP VI LY MC LG S A V 
1321 T TA a:: AA CT GT GT TA TT OC CT GrCAlGTAmAA or A3 OC AC CTTAa:TCTGGATCGA 1380 

L TT VL FP VM YK VA TL PL DR K 
1381 CAGGAAAAAASCATCAACAGTGAGGGCCAGAAAATATTACrTrCTASCTCrASQCTAATC 144 0 

QEKSINSEGQKILLSSSRLI 
144 1 A AS GA A3 CT AA AT GAAAGAGGAAGGGGAA A3 GTGTGAAAGC AC GrGCGCGCGrGPOTGCG 150 0 
K E A K 

1501 CATGCACGCGCACGCGrAATSGriTTSOGGTGSITAAAATSAAGAATGGGAGAITCrcrA 1 56 0 
1561 AlAAAAATACAATASAAATGCCTTrATATAAGCCAaAGCTCASGPCrCTAAGCAACrcrC 1 62 0 
1621 C TG AA AT AT TC TG CA GC OA GG GT CTTCTC OA GCIG AC AG GG AG GACGGAGTC^ 168 0 

1681 CCAGGTCTCCTGAGACr Cr TTACACTGOCCTCATrGAASTTArCTCrCAQCa^ 1740 
1741 TASGAAAGAAAAGIATrTCTAAA^AAAATCCAOSACTraCAGASATOCTGTAAGACASC 1800 
1801 TCrGAGAGATCAAlGTAACTGOCA3CAOCTrCTTCATTTOCATGAA3TCA3AC A^ 1660 
1861 AGAAATAGTTTTAAAOjTATGCTaClGGGGCTGGrGAG^ 192 0 

1921 TGACTGCTCTrOCAAASOrOCTGAGTrCAAATCaCASCAACCACATGOTGGCT 1980 
198 1 ATCTGTAATGAGATCTGATGCCTTCTTCTGGTGTCTCTCAAGACAGCGACAQrOT 2 04 0 

204 1 TATACATCAAATAAATAATATTr 20 63 
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Fig. 1 (continued) 
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Fig. 3 
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Fig. 4 
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Fig. 6 (continued) 
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Fig. 7 
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Fig. 8 
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IB: Anti-NaGLT1 antibody 
(without peptide treatment) 



IB: Anti-NaGLTI antibody 
(with peptide treatment) 
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Fig. 9 
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Fig. 9 (continued) 
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Fig. 10 
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Fig. 1 0 (continued) 
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